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2040, 3000 CA Rotterdam 

Project Title: Pharmacogenetics: finding effect modifiers for drug response 

Abstract: It is increasingly recognized that there is a large individual difference 
in response to pharmacotherapy which can be explained by genetic 
and epigenetic variation. This project will encompass finding new loci 
for drug response through hypothesis-free genome-wide association 
(GWA) studies, as well as hypothesis testing of candidate gene 
studies concerning drug metabolism, transport, and response. All 
analyses will be performed in the Rotterdam Study, a prospective 
population-based cohort study with extensive clinical information on 
cardiovascular, neurological, gastroenterological, respiratory, 
endocrinological, ophthalmological, and dermatological disease 
endpoints in almost 15,000 community-dwelling middle-aged and 
elderly participants with more than 20 years of follow-up. Clinical 
information comes from 5 cross-sectional measurements with an 
interview, laboratory investigations, ECG, and imaging procedures as 
well as from continuous follow-up of events such as stroke, 
myocardial infarction, and heart failure. DNA is available from the 
large majority of participants, and GWAs and exome sequencing data 
are ready for use. Automated pharmacy data on all prescribed drugs 
are obtained from all 7 pharmacies serving the region. During the 
past years, more than 500 papers were published by the Pharmaco-
epidemiology Unit on drug safety and effectiveness, including 
pharmacogenetics. There is a very active participation in international 
networks of similar population-based genetic analyses such as the 
CHARGE consortium. The PhD-candidate will perform several 
analyses on cardiovascular and neurological drug effects, where 
these can be modified by genes. 
 

Requirements of 
candidate: 

Background: candidate with medical, biological or molecular 
background with an interest in genetic studies 
 
Master degree: Yes 
IELTS Grade: 7.0 (minimal 6.0 per component) 
or 
TOEFL: 100 (minimal 20 per component) 
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Supervisor 
information: 

Prof. dr. B.H. Stricker 
Email address: b.stricker@erasmusmc.nl  
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